-The significantly enriched GO biological process (BP), molecular function (MF) and cellular component (CC) terms of the up regulated transcripts in CRC epithelial cells GO category GO term FDR P value biological process GO:0070972_protein localization to endoplasmic reticulum 6.94E-06 4.39E-10 biological process GO:0006413_translational initiation 2.54E-05 3.55E-09 biological process GO:0000184_nuclear-transcribed mRNA catabolic process, nonsense-mediated decay 2.54E-05 4.83E-09 biological process GO:0006614_SRP-dependent cotranslational protein targeting to membrane 2.54E-05 6.44E-09 biological process GO:0006613_cotranslational protein targeting to membrane 3.28E-05 1.04E-08 biological process GO:0045047_protein targeting to ER 3.92E-05 1.49E-08 biological process GO:0033365_protein localization to organelle 4.15E-05 1.84E-08 biological process GO:0072599_establishment of protein localization to endoplasmic reticulum 4.16E-05 2.11E-08 biological process GO:0090304_nucleic acid metabolic process 5.86E-05 3.34E-08 biological process GO:0006402_mRNA catabolic process 5.94E-05 3.76E-08 biological process GO:0000956_nuclear-transcribed mRNA catabolic process 0.000139 9.67E-08 biological process GO:0006401_RNA catabolic process 0.00016 1.21E-07 biological process GO:0031328_positive regulation of cellular biosynthetic process 0.000233 1.91E-07 biological process GO:0022613_ribonucleoprotein complex biogenesis 0.000261 2.59E-07 biological process GO:0006457_protein folding 0.000261 2.65E-07 biological process GO:0009891_positive regulation of biosynthetic process 0.000261 2.76E-07 biological process GO:0010629_negative regulation of gene expression 0.000261 2.82E-07 biological process GO:0071157_negative regulation of cell cycle arrest 0.000261 2.98E-07 biological process GO:0010605_negative regulation of macromolecule metabolic process 0.000435 5.42E-07 biological process GO:0006979_response to oxidative stress 0.000435 5.51E-07 biological process GO:0043069_negative regulation of programmed cell death 0.000435 5.78E-07 biological process GO:0080135_regulation of cellular response to stress 0.000443 6.17E-07 biological process GO:0072594_establishment of protein localization to organelle 0.000558 8.14E-07 biological process GO:0016071_mRNA metabolic process 0.000558 8.56E-07 biological process GO:0034645_cellular macromolecule biosynthetic process 0.000558 9.12E-07 biological process GO:0009059_macromolecule biosynthetic process 0.000558 9.18E-07 biological process GO:0006612_protein targeting to membrane 0.000587 1.00E-06 biological process GO:0010557_positive regulation of macromolecule biosynthetic process 0.000761 1.38E-06 biological process GO:0000302_response to reactive oxygen species 0.000761 1.40E-06 biological process GO:0009892_negative regulation of metabolic process 0.000888 1.69E-06 biological process GO:0043066_negative regulation of apoptotic process 0.000962 1.94E-06 biological process GO:0019083_viral transcription 0.000962 1.99E-06 biological process GO:0006725_cellular aromatic compound metabolic process 0.000962 2.01E-06 biological process GO:0044249_cellular biosynthetic process 0.00102 2.19E-06 biological process GO:0060548_negative regulation of cell death 0.001048 2.32E-06 biological process GO:0016072_rRNA metabolic process 0.001152 2.66E-06 biological process GO:0044419_interspecies interaction between organisms 0.001152 2.77E-06 biological process GO:0009893_positive regulation of metabolic process 0.001152 2.77E-06 biological process GO:0019439_aromatic compound catabolic process 0.001152 2.85E-06 biological process GO:0010564_regulation of cell cycle process 0.001237 3.13E-06 biological process GO:0006139_nucleobase-containing compound metabolic process 0.001323 3.44E-06 biological process GO:2000738_positive regulation of stem cell differentiation 0.001323 3.52E-06 biological process GO:0019080_viral gene expression 0.001365 3.73E-06 biological process GO:0034655_nucleobase-containing compound catabolic process 0.001365 3.88E-06 biological process GO:1901576_organic substance biosynthetic process 0.001365 3.97E-06 biological process GO:0044265_cellular macromolecule catabolic process 0.001365 3.98E-06 biological process GO:0051726_regulation of cell cycle 0.001518 4.52E-06 biological process GO:1905323_telomerase holoenzyme complex assembly 0.001645 5.00E-06 biological process GO:0044403_symbiosis, encompassing mutualism through parasitism 0.001905 5.91E-06 biological process GO:0009058_biosynthetic process 0.001915 6.06E-06 biological process GO:0033554_cellular response to stress 0.001971 6.36E-06 biological process GO:0009057_macromolecule catabolic process 0.00209 6.88E-06 biological process GO:0010604_positive regulation of macromolecule metabolic process 0.00216 7.38E-06 biological process GO:1901360_organic cyclic compound metabolic process 0.00216 7.49E-06 biological process GO:0042254_ribosome biogenesis 0.00216 7.62E-06 biological process GO:0010468_regulation of gene expression 0.00216 7.66E-06 biological process GO:0044085_cellular component biogenesis 0.002162 7.80E-06 biological process GO:0016032_viral process 0.002342 8.73E-06 biological process GO:0008219_cell death 0.002342 8.78E-06 biological process GO:0034605_cellular response to heat 0.002342 8.90E-06 biological process GO:0046483_heterocycle metabolic process 0.002431 9.39E-06 biological process GO:0046700_heterocycle catabolic process 0.002566 1.01E-05 biological process GO:1900034_regulation of cellular response to heat 0.002566 1.05E-05 biological process GO:0044270_cellular nitrogen compound catabolic process 0.002566 1.05E-05 biological process GO:0090150_establishment of protein localization to membrane 0.002566 1.06E-05 biological process GO:0043588_skin development 0.002978 1.24E-05 biological process GO:0034599_cellular response to oxidative stress 0.003194 1.35E-05 biological process GO:0060255_regulation of macromolecule metabolic process 0.003247 1.41E-05 biological process GO:0016070_RNA metabolic process 0.003247 1.42E-05 biological process GO:0051179_localization 0.00333 1.48E-05 biological process GO:0071840_cellular component organization or biogenesis 0.003483 1.57E-05 biological process GO:0031325_positive regulation of cellular metabolic process 0.003919 1.79E-05 biological process GO:0048519_negative regulation of biological process 0.004065 1.88E-05 biological process GO:0048608_reproductive structure development 0.004065 1.90E-05 biological process GO:0009889_regulation of biosynthetic process 0.004185 1.99E-05 biological process GO:0010467_gene expression 0.004185 2.02E-05 biological process GO:0061458_reproductive system development 0.004185 2.04E-05 biological process GO:0012501_programmed cell death 0.004208 2.08E-05 biological process GO:0019222_regulation of metabolic process 0.004211 2.11E-05 biological process GO:0042542_response to hydrogen peroxide 0.004765 2.41E-05 biological process GO:1901361_organic cyclic compound catabolic process 0.00489 2.53E-05 biological process GO:0010628_positive regulation of gene expression 0.00489 2.54E-05 biological process GO:0045787_positive regulation of cell cycle 0.005203 2.73E-05 biological process GO:0007050_cell cycle arrest 0.006229 3.32E-05 biological process GO:0045935_positive regulation of nucleobase-containing compound metabolic process 0.006229 3.35E-05 biological process GO:0060249_anatomical structure homeostasis 0.006544 3.56E-05 biological process GO:0045934_negative regulation of nucleobase-containing compound metabolic process 0.006777 3.73E-05 biological process GO:0072163_mesonephric epithelium development 0.006784 3.87E-05 biological process GO:0072164_mesonephric tubule development 0.006784 3.87E-05 biological process GO:0044271_cellular nitrogen compound biosynthetic process 0.006784 3.89E-05 biological process GO:0034613_cellular protein localization 0.006784 3.92E-05 biological process GO:0051641_cellular localization 0.006784 3.97E-05 biological process GO:0006364_rRNA processing 0.006784 3.99E-05 biological process GO:0070727_cellular macromolecule localization 0.007219 4.31E-05 biological process GO:0014032_neural crest cell development 0.007219 4.34E-05 biological process GO:0048754_branching morphogenesis of an epithelial tube 0.007513 4.57E-05 biological process GO:0042592_homeostatic process 0.007684 4.72E-05 biological process GO:0006915_apoptotic process 0.007706 4.78E-05 biological process GO:0001823_mesonephros development 0.007735 4.85E-05 biological process GO:2000573_positive regulation of DNA biosynthetic process 0.008648 5.48E-05 biological process GO:0006259_DNA metabolic process 0.008648 5.53E-05 biological process GO:0014031_mesenchymal cell development 0.009059 5.91E-05 biological process GO:0048864_stem cell development 0.009059 5.91E-05 biological process GO:0007004_telomere maintenance via telomerase 0.010299 6.84E-05 biological process GO:0031326_regulation of cellular biosynthetic process 0.010299 6.85E-05 biological process GO:0034641_cellular nitrogen compound metabolic process 0.010299 6.91E-05 biological process GO:2000826_regulation of heart morphogenesis 0.010453 7.08E-05 biological process GO:0007049_cell cycle 0.010926 7.47E-05 biological process GO:0009408_response to heat 0.011279 7.78E-05 biological process GO:0014033_neural crest cell differentiation 0.01131 7.88E-05 biological process GO:0071156_regulation of cell cycle arrest 0.01223 8.59E-05 biological process GO:0007346_regulation of mitotic cell cycle 0.012284 8.71E-05 biological process GO:0043170_macromolecule metabolic process 0.013141 9.48E-05 biological process GO:0044248_cellular catabolic process 0.013141 9.48E-05 biological process GO:0071496_cellular response to external stimulus 0.01318 9.60E-05 biological process GO:0030155_regulation of cell adhesion 0.013668 0.000102 biological process GO:0010558_negative regulation of macromolecule biosynthetic process 0.013668 0.000102 biological process GO:0010556_regulation of macromolecule biosynthetic process 0.013668 0.000102 biological process GO:0080134_regulation of response to stress 0.014357 0.000109 biological process GO:0003197_endocardial cushion development 0.014357 0.000109 biological process GO:0006278_RNA-dependent DNA biosynthetic process 0.01437 0.00011 biological process GO:0072190_ureter urothelium development 0.014862 0.000121 biological process GO:0072197_ureter morphogenesis 0.014862 0.000121 biological process GO:0072717_cellular response to actinomycin D 0.014862 0.000121 biological process GO:1905292_regulation of neural crest cell differentiation 0.014862 0.000121 biological process GO:1905294_positive regulation of neural crest cell differentiation 0.014862 0.000121 biological process GO:1905310_regulation of cardiac neural crest cell migration involved in outflow tract morphogenesis 0.014862 0.000121 biological process GO:1905312_positive regulation of cardiac neural crest cell migration involved in outflow tract morphogenesis 0.014862 0.000121 biological process GO:0033036_macromolecule localization 0.014862 0.000121 biological process GO:2000112_regulation of cellular macromolecule biosynthetic process 0.014975 0.000123 biological process GO:0072657_protein localization to membrane 0.015138 0.000126 biological process GO:0006986_response to unfolded protein 0.015138 0.000127 biological process GO:0072028_nephron morphogenesis 0.01544 0.000133 biological process GO:0045723_positive regulation of fatty acid biosynthetic process 0.01544 0.000134 biological process GO:0071236_cellular response to antibiotic 0.01544 0.000134 biological process GO:0045892_negative regulation of transcription, DNA-templated 0.01544 0.000134 biological process GO:0065003_macromolecular complex assembly 0.01544 0.000134 biological process GO:2000113_negative regulation of cellular macromolecule biosynthetic process 0.016065 0.000141 biological process GO:0010833_telomere maintenance via telomere lengthening 0.016065 0.000141 biological process GO:0019219_regulation of nucleobase-containing compound metabolic process 0.016089 0.000143 biological process GO:0044260_cellular macromolecule metabolic process 0.016716 0.000149 biological process GO:0061138_morphogenesis of a branching epithelium 0.017363 0.000156 biological process GO:0008544_epidermis development 0.017431 0.000158 biological process GO:0045786_negative regulation of cell cycle 0.018676 0.00017 biological process GO:1901031_regulation of response to reactive oxygen species 0.019135 0.000176 biological process GO:0007167_enzyme linked receptor protein signaling pathway 0.020843 0.000193 biological process GO:0098609_cell-cell adhesion 0.021405 0.0002
